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LOCUS       MK209087                 401 bp    DNA     linear   INV 28-NOV-2018 
DEFINITION  Ixodes ovatus isolate Mithun 5.8S ribosomal RNA gene and internal 
           transcribed spacer 2, partial sequence. 
ACCESSION   MK209087 
VERSION     MK209087.1 
KEYWORDS    . 
SOURCE      Ixodes ovatus 
 ORGANISM  Ixodes ovatus 
           Eukaryota; Metazoa; Ecdysozoa; Arthropoda; Chelicerata; Arachnida; 
           Acari; Parasitiformes; Ixodida; Ixodoidea; Ixodidae; Ixodinae; 
           Ixodes. 
REFERENCE   1  (bases 1 to 401) 
 AUTHORS   Chamuah,J.K., Ozukum,A., Borkotoky,D. and Raina,O.K. 
 TITLE     Direct Submission 
 JOURNAL   Submitted (22-NOV-2018) Animal Health, ICAR-National Research 
           Centre on Mithun, Jharnapani, Medziphema, Nagaland 797106, India 
COMMENT     ##Assembly-Data-START## 
           Sequencing Technology :: Sanger dideoxy sequencing 
           ##Assembly-Data-END## 
FEATURES             Location/Qualifiers 
    source          1..401 
                    /organism="Ixodes ovatus" 
                    /mol_type="genomic DNA" 
                    /isolate="Mithun" 
                    /host="Bos frontalis" 
                    /db_xref="taxon:59652" 
                    /country="India: Khonoma, Nagaland" 
    misc_RNA        <1..>401 
                    /note="contains 5.8S ribosomal RNA and internal 
                    transcribed spacer 2" 
ORIGIN       
       1 ttgcggcctc gggccttccc gtggcttcgt ctgtgtgagg gtcggatcat atatcaagag 
      61 aggagaattt tgtcgattct acctcgtttt gactgtgtcg ggtcgtgggc agaacgcacg 
     121 agaaacgtct tttcggagca aatggaaaaa caacgtgcac gcgtgcgcat tggaatgccg 
     181 gtgtgtgttt gcgtagtttc ggaataccac tgccgattca cgtgacggag ggagcaaaag 
     241 aagttaccca atgtgagaaa atgaaaaacg agtgtctctc attcgctgaa ggcgatggcg 
     301 ggcgtgcaag aatacaccaa ttcttaaccc gttttgagcc ttcgatgagc ggagattgac 
     361 gaggaaactc ggtttctttt tttctgacga ttgtggaact t 
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